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Objectives:To compare the diagnostic efficacy of chromosomal microarray (CMA) with conventional karyotype (KT) in fetuses with
increased Nuchal translucency (iNT)

Methodology:
* Retrospectivecomparative study of prospectively collected data from a single tertiary fetalcare referral centre during Jan 2002 to Dec 2022,
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* Riskcalculation was done on the FMF software and all invasive procedures wereperformed by trained and FMF certified operators. ‘TERERRERERERE R (O I L I 1
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Conclusion-

* The diagnostic yield of CMA in isolated iNT was 4.4% and yield was increased to 9.1% in the presence of defects.
* The diagnostic yield of KT in isolated iNT was 1.5% to identify translocation, and mosaicism that cannot be detected by CMA and yield increased to 3.1% in the presence of defects.

* Our study highlights the importance of carefully selecting the indications when CMA will give additional information as opposed to KT and vice versa.
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