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Introduction: Chromosomal microarray analysis is an emerging molecular genetic technology that has enabled the accurate detection of small chromosomal alterations such as

microdeletions and microduplications . Conventional karyotyping has been the traditional genetic test of choice if any marker or defect was identified on prenatal ultrasound. The advent of

chromosomal microarray analysis has enabled the accurate detection of additional microdeletions and microduplications associated with ultrasound markers or defects.
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= Parental samples obtained to exclude maternal cell contamination, when indicated
= Invasive procedures were performed by FMF certified operators and records maintained on Astraia
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Conclusions:
. The diagnosticyield of KT was 0.9% above CMA and that of CMA was 2.35% overKT in the presence of ultrasound markers
. The diagnosticyield of KTwas 2.12% above CMA and that of CMA was 3.84% over KT in the presence of ultrasound defects
. Detection oftranslocations, mosaics and inversions are not possible on CMA whereas not all pathogenic CNVs will present antenatally as a Fetal defect(s)
. However the detection of variants of uncertain clinical significance present a challenge forcounseling when a microarrayis done.
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